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Outline

I. Continuous phenotypes: rice dataset

2. Binary phenotype: dogs dataset
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Rice data (Oryza sativa)

Continuous phenotypes: plant height (PH)
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https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0155425

Rice data (Oryza sativa)
Continuous phenotypes: plant height (PH)

e genotype data from GBS

e ~ 400 rice accessions from
5 sub-populations:

temperate japonica

tropical japonica

indica

aus

aromatica
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Rice data (Oryza sativa)

Continuous phenotypes: plant height (PH)
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blue = tropical japonica
yellow = temperate japonica
green = aus

pink = aromatic

red = indica
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-log10(P)

Rice data (Oryza sativa)

Continuous phenotypes: plant height (PH)

Plant height - no correction for population structure
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12 chromosomes
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Rice data (Oryza sativa)

Continuous phenotypes: plant height (PH)

Plant height
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Rice data (Oryza sativa)

Continuous phenotypes: plant height (PH)
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Dogs data (Canis familiaris)

Binary phenotype: cleft lip (presence/absence)
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https://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1005059

Dogs data (Canis familiaris)
Binary phenotype: cleft lip (presence/absence)

Nova Scotia Duck Tolling
Retriever (NSDTR)

125 dogs:

m 13 cases
m 112 controls
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Dogs data (Canis familiaris)
Binary phenotype: cleft lip (presence/absence)

Nova Scotia Duck Tolling
Retriever (NSDTR)

125 dogs:

m 13 cases
m 112 controls
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Dogs data (Canis familiaris)

Binary phenotype: cleft lip (presence/absence)
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Dogs data (Canis familiaris)

Binary phenotype: cleft lip (presence/absence)
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39 chromosomes

Strong signal of
association on
chromosome 27

We take

chromosomes 25,
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